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3 <110> APPLICANT: ROIG AMOROS, Joan 

4 BELHAM, Christopher 

5 AVRUCH, Joseph 

7 <120> TITLE OF INVENTION: Identification of Inhibitors of Mitosis 
9 <130> FILE REFERENCE: MGH-006.1P US 

11 <140> CURRENT APPLICATION NUMBER: 10/517,622 

12 <141> CURRENT FILING DATE: 2 004-12-10 

14 <150> PRIOR APPLICATION NUMBER: US 60/387,810 

15 <151> PRIOR FILING DATE: 2002-06-11 

17 <150> PRIOR APPLICATION NUMBER: PCT/US03 / 19743 

18 <151> PRIOR FILING DATE: 2003-06-11 
20 <160> NUMBER OF SEQ ID NOS : 35 

22 <170> SOFTWARE: Patentln version 3.2 

24 <210> SEQ ID NO: 1 

25 <211> LENGTH: 2937 

26 <212> TYPE: DNA 

27 <213> ORGANISM: Homo sapiens 

29 <400> SEQUENCE: 1 

30 atgtcggtgc tgggcgagta cgagcgacac tgcgattcca tcaactcgga ctttgggagc 60 
32 gagtccgggg gttgcgggga ctcgagtccg gggcctagcg ccagtcaggg gccgcgagcc 120 
34 ggcggcggcg cggcggagca ggaggaactg cactacatcc ccatccgcgt cctgggccgc 180 
3 6 ggcgccttcg gggaagccac gctgtaccgc cgcaccgagg atgactcact ggttgtgtgg 240 
3 8 aaggaagtcg atttgacccg gctgtctgag aaggaacgtc gtgatgcctt gaatgagata 300 
40 gttattctgg cactgctgca gcacgacaac attattgcct actacaatca cttcatggac 360 
42 aataccacgc tgctgattga gctggaatat tgtaatggag ggaacctgta tgacaaaatc 420 
44 cttcgtcaga aggacaagtt gtttgaggaa gagatggtgg tgtggtacct atttcagatt 480 
46 gtttcagcag tgagctgcat ccataaagct ggaatccttc atagagatat aaagacatta 540 
48 aatatttttc tgaccaaggc aaacctgata aaacttggag attatggcct agcaaagaaa 600 
50 cttaattctg agtattccat ggctgagacg cttgtgggaa ccccatatta catgtctcca 660 
52 gagctctgtc aaggagtaaa gtacaatttc aagtctgata tctgggcagt tggctgcgtc 720 
54 atttttgaac tgcttacctt aaagaggacg tttgatgcta caaacccact taacctgtgt 780 
56 gtgaagatcg tgcaaggaat tcgggccatg gaagttgact ctagccagta ctctttggaa 840 
58 ttgatccaaa tggttcattc gtgccttgac caggatcctg agcagagacc tactgcagat 900 
60 gaacttctag atcgccctct tctcaggaaa cgcaggagag agatggagga aaaagtcact 960 
62 ctgcttaatg cacctacaaa gagaccaagg tcaagcactg tgactgaagc acccattgct 1020 
64 gtagtaacat cacgaaccag tgaagtctat atttggggtg gtggaaaatc caccccccag 1080 
66 aaactggatg ttatcaagag tggctgtagt gcccggcagg tctgtgcagg gaatacccac 1140 
68 tttgctgtgg tcacagtgga gaaggaactg tacacttggg tgaacatgca aggaggcact 1200 
70 aaactccatg gtcagctggg ccatggagac aaagcctcct atcgacagcc aaagcatgtg 1260 
72 gaaaagttgc aaggcaaagc tatccatcag gtgtcatgtg gtgatgattt cactgtctgt 1320 
74 gtgactgatg agggtcagct ctatgccttc ggatcagatt attatggctg catgggggtg 1380 
76 gacaaagttg ctggccctga agtgctagaa cccatgcagc tgaacttctt cctcagcaat 1440 
78 ccagtggagc aggtctcctg tggagataat catgtggtgg ttctgacacg aaacaaggaa 1500 
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80 gtctattctt ggggctgtgg cgaatatgga cgactgggtt tggattcaga agaggattat 1560 

82 tatacaccac aaaaggtgga tgttcccaag gccttgatta ttgttgcagt tcaatgtggc 1620 

84 tgtgatggga catttctgtt gacccagtca ggcaaagtgc tggcctgtgg actcaatgaa 1680 

86 ttcaataagc tgggtctgaa tcagtgcatg tcgggaatta tcaaccatga agcataccat 1740 

88 gaagttccct acacaacgtc ctttaccttg gccaaacagt tgtcctttta taagatccgt 1800 

90 accattgccc caggcaagac tcacacagct gctattgatg agcgaggccg gctgctgacc 1860 

92 tttggctgca acaagtgtgg gcagctgggc gttgggaact acaagaagcg tctgggaatc 192 0 

94 aacctgttgg ggggacccct tggtgggaag caagtgatca gggtctcctg cggtgatgag 1980 

96 tttaccattg ctgccactga tgataatcac atttttgcct ggggcaatgg tggtaatggc 2 040 

98 cgcctggcaa tgacccccac agagagacca catggctctg atatctgtac ctcatggcct 2100 

100 cggcctattt ttggatctct gcatcatgtc ccggacctgt cttgccgtgg atggcatacc 2160 

102 attctcatcg ttgagaaagt attgaattct aagaccatcc gttccaatag cagtggctta 2220 

104 tccattggaa ctgtgtttca gagctctagc ccgggaggag gcggcggggg cggcggtggt 22 80 

106 gaagaagagg acagtcagca ggaatctgaa actcctgacc caagtggagg cttccgagga 2340 

108 acaatggaag cagaccgagg aatggaaggt ttaatcagtc ccacagaggc catggggaac 2400 

110 agtaatgggg ccagcagctc ctgtcctggc tggcttcgaa aggagctgga aaatgcagaa 2460 

112 tttatcccca tgcctgacag cccatctcct ctcagtgcag cgttttcaga atctgagaaa 2520 

114 gataccctgc cctatgaaga gctgcaagga ctcaaagtgg cctctgaagc tcctttggaa 2580 

116 cacaaacccc aagtagaagc ctcgtcacct cggctgaatc ctgcagtaac ctgtgctggg 2640 

118 aagggaacac cactgactcc tcctgcgtgt gcgtgcagct ctctgcaggt ggaggttgag 2700 

12 0 agattgcagg gtctggtgtt aaagtgtctg gctgaacaac agaagctaca gcaagaaaac 2760 

122 ctccagattt ttacccaact gcagaagttg aacaagaaat tagaaggagg gcagcaggtg 282 0 

124 gggatgcatt ccaaaggaac tcagacagca aaggaagaga tggaaatgga tccaaagcct 2880 

126 gacttagatt cagattccgg gtgcctcctg ggaacagact cctgtagacc cagcctc 2 93 7 

129 <210> SEQ ID NO: 2 

130 <211> LENGTH: 979 

131 <212> TYPE: PRT 

132 <213> ORGANISM: Homo sapiens 
134 <400> SEQUENCE: 2 
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3 72 Lys Gly Thr Gin Thr Ala Lys Glu Glu Met Glu Met Asp Pro Lys Pro 
373 945 950 955 960 

3 76 Asp Leu Asp Ser Asp Ser Gly Cys Leu Leu Gly Thr Asp Ser Cys Arg 
377 965 970 975 

3 80 Pro Ser Leu 

384 <210> SEQ ID NO: 3 

385 <211> LENGTH: 939 
3 86 <212> TYPE: DNA 

387 <213> ORGANISM: Homo sapiens 
389 <400> SEQUENCE: 3 
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Ser 


Leu 


Ala 


Asp 


Phe Gin He Glu 


439 






35 










40 










45 


442 


Lys 


Lys 


He 


Gly 


Arg 


Gly 


Gin 


Phe 


Ser 


Glu 


Val 


Tyr 


Lys Ala Thr Cys 


443 




50 










55 










60 




446 


Leu 


Leu 


Asp 


Arg 


Lys 


Thr 


Val 


Ala 


Leu 


Lys 


Lys 


Val 


Gin He Phe Glu 


447 


65 










70 










75 




80 


450 


Met 


Met 


Asp 


Ala 


Lys 


Ala 


Arg 


Gin Asp 


Cys 


Val 


Lys 


Glu He Gly Leu 


451 










85 










90 






95 


454 


Leu 


Lys 


Gin 


Leu 


Asn 


His 


Pro 


Asn 


He 


He 


Lys 


Tyr 


Leu Asp Ser Phe 


455 








100 










105 








110 


458 


He 


Glu 


Asp 


Asn 


Glu 


Leu 


Asn 


He 


Val 


Leu 


Glu 


Leu 


Ala Asp Ala Gly 


459 






115 










120 










125 


462 


Asp 


Leu 


Ser 


Gin 


Met 


He 


Lys 


Tyr 


Phe 


Lys 


Lys 


Gin 


Lys Arg Leu He 


463 




130 










135 










140 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 09/29/2005 

PATENT APPLICATION: US/10/517 , 622 TIME: 08:56:24 

Input Set : A:\MGH-006.1P USST25.txt 
Output Set: N:\CRF4\09292005\J517622.raw 

Invalid <213> Response: 

Use of "Artificial" only as "<213> Organism" response is incomplete, 

per 1.823(b) of New Sequence Rules. Valid response is Artificial Sequence. 

Seq#: 7, 8, 9, 10, 11 ,12 ,13 ,14,15,16,17,18,21,22,27,31,32,33,34,35 
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VERIFICATION SUMMARY DATE: 09/29/2005 

PATENT APPLICATION: US/10/517 , 622 TIME: 08:56:24 

Input Set : A: \MGH-006 • IP USST25.txt 
Output Set: N:\CRF4\09292005\J517622.raw 
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